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AMENDMENTS TO THE CLAIMS: 

The following is the status of the claims of the abovB-captloned application, as amended. 

Claims 1-18 (Canceled.) 

18. (Previously presented.) A cydomaltodextrin glucanotransferase variant having an amino 
acid sequence which differs from the amino acid sequence of a parent cydomaltodextrin 
glucanotransferase. wherein the parent cydomaltodextrin glucanotransferase is a Bacillus 
cydomaltodextrin glucanotransferase and the difference between the amino acid sequence of the 
cydomaltodextrin glucanotransferase variant and the amino add sequence of the parent 
cyclomaftodextrin glucanotransferase comprises one or more of the following: 

47C; 47D; 47E; 47F; 47G; 47I; 47K; 47N; 47P; 47S; 47T; 47V; 47W; 47Y; 

145D; 145H; 1451; 145N; 145Q; 145V; 

146H, 146L; 146T; 146V; 146Y; 

147C; 147E; 147N; 147Q; 

196C; 196E; 196F; 196H; 1961; 196K; 196M; 196P; 196Q; 196R; 196T; 196V" 196W- 
196Y; and 

371C; 371F; 371H; 371K; 371M; 371R; 371T; 371W; 
wherein each position corresponds to the position of the amino acid sequence of the mature 
Cydomaltodextrin glucanotransferase obtained from Bacillus circulars strain 251 . 

19. (Previously presented.) The cydomaltodextrin glucanotransferase variant of claim 18, wherein 
the parent cydomaltodextrin glucanotransferase is cydomaltodextrin glucanotransferase is 
derived from a Badllus selected from the group consisting of Bacillus autolyticus, Bacillus cereus 
Bacillus circulans. Bacillus circulans var. alkalophilus. Bacillus coagulant, Bacillus firmus a strain 
of Bacillus halcphilus, Bacillus macerans, Bacillus megaterium, Bacillus ohbensis, Bacillus 
stearothermophitus, Bacillus subtilis. 

20. (Previously presented., The cydomaltodextrin glucanotransferase variant of claim 18, wherein 
the parent cydomaltodextrin glucanotransferase is derived from a strain of Bacillus circulans or a 
mutant or a variant thereof. 

21. (Previously presented.) The cydomaltodextrin glucanotransferase variant of claim 18 wherein 
the parent cydomaKodextrin g.ucanotransferase is derived from a strain of ' Bacillus 
stearothermophitus. 
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22. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18. wherein 
the difference in amino acid positinns.comprises 47C; 47D; 47E; 47F; 47G 47I- 47K- 47N- 47P- 
47S; 47T; 47V; 47W; or 47Y. 

23. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18, wherein 
the difference in amino acid positions comprises 145D; 145H; 1451; 145N; 145Q; or 145V. 

24. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18, wherein 
the difference inamino acid positions comprises 146H, 146L; 146T; 146V; or 146Y. 

25. (Currently amended.) The cyciomaltodextrin glucanotransferase variant of claim 18 wherein 
the difference in amino acid rwsiti™* ™^ r w. 147C; 147E; 147N; ^ 14?Q 

26. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18, wherein 
the difference ,n amino acid positions comprises 196C; 196E; 196F; 196H; 1961" 196K- 196M- 
196P, 196Q; 196R; 196T; 196V; 196W; or 196Y. 

27. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18, wherein 
the difference in amino acid positions mmpri^ 1 96H 

I £ ~ y am6nded - ) The glucanotransferase variant of Cairn 18, wherain 

I the drfference ,n amino add positions comprises 371C; 371F; 371H; 371K; 371M; 371R; 371T; or 

29. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18 wherein 
the drfference m amino ari<i pn^n. ^ m pn^ D371R. 

thediZ nHy amend6d - } ^ Cyd0maltodextnn 9'^notransferase variant of claim 18 wherein 
the difference in amino a «rt P n^ t ; n ^ ^ mprhr - m °' wnerein 

47K/145E/146V/147N; 

47K/145E/146E/147N; 

47K/145D/146R/147D; 

47K/145D/146E/147D; 

47K/145E/146V/147N/1 96H; 
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47K/145E/146E/147N/196H; 
47K/145E/146V/147N/1 96H/371 R; 
47K/145E/146E/147N/1 96H/371 R; 
47K/145D/146R/147D/1 96H; 
47K/145D/146E/147D/1 96H; 
47K/145D/146R/147D/1 96H/371 R; 

47K/145D/146R/147D/196H/371 R; 

47K/196H; 

47R/196H; 

145E/146V/147N; 

145E/146E/147N; 

145D/146R/147D; 

145D/146E/147D; 

47K/371R;or 

47R/371R. 

31. (Currently amended.) The cyclomaltodextrin glucanotransferase variant of claim 18. wherein 
the difference in amino acid positions comprises- 

S145E/E146WT147N; 

S145E/T147N; 

S145D/E146R/T-147D; 

S145D/T147D; 

S1 45E/E 1 46V/T1 47N/D 1 96H; 

S145EAT147N/D196H; 

S145E/E146V/T147N/D196H/D371 R; 

S145BT147N/D196H/D371R; 

S145D/E146R/T147D/D196H; 

S145D/T147D/D196H; 

S145D/E146R/T147D/D196H/D371R; 

S145D/E 146R/T1 47D/D 1 96H/D371 R; 

S145E/E14W/T147N; 

S145E/T147N; 

S145D/E146FJ/T147D; 

S145D/T147D; 

K47R/D37lR,or 

K47R/D196H. 

-4- 
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32. (Previously presented.) A method of producing a cyclodextrin, comprising treating a starch 
with a cyclomaltodextrin glucanotransferase variant of claim 18. 

33. (Previously presented.) The method of cfaim 32, wherein the cyclodextrin is a o-cyclodextrin. 

34. (Previously presented.) The method of claim 32, wherein the cyclodextrin is a /Ncydodextrin. 

35. (Previously presented.) The method of claim 32. wherein the cyclodextrin is a K -cyclodextrin. 
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